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The clinical signs appear in epithelia subject to friction, such as the tongue, the coronary band and the interdigital space of the hoof as well as the teats of lactating animals ( The greatest impact is seen in intensive farming systems such as feedlots, dairies and piggeries.
Pigs are considered to be amplifier hosts as they excrete up to a 1000 times more virus into the environment than infected cattle 14 Hand, foot and mouth disease that affects predominantly children is caused mostly by coxsackie A virus and enterovirus 71, both from the Picornaviridae family 16 . This infection is often confused with FMD. The FMD virus is not a zoonotic agent, therefore products that contain FMD virus are safe for human consumption, although it is not good practice to allow such products into the human or animal food chain. However, these products could be infectious when fed to susceptible animals. Several mitigation steps are available to render products free of infectious virus for trade purposes, such as ultra high heat treatment for milk 17 and allowing the pH of meat, especially beef, to decrease below pH6.0 whilst also removing high risk material such as bone and lymph nodes 18 . These measures are being advocated to allow commodity-based trade from regions where it is difficult to control FMD and to gain better access to export markets 19 . .
Diagnostic tests are available to detect virus antigen, genomic material and antibodies to FMD virus 25 . However, due to the significant amount of variation between and within serotypes, pan-serotypic diagnostic assays are essential for index case diagnosis and the polymerase chain reaction-based assays that detect conserved regions of the genome are especially valuable in this regard.
In addition, these assays are amendable for high-throughput diagnostics, where many samples have to be tested during an outbreak 26 . To date, it has not been possible to design serological assays that can detect all serotypes and the variants within serotypes and the focus will be on pool specific assays (Fig. 1) . The serological 
